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IMPROVED PSEUDOTYPED RETROVIRUSES 

This application claims the benefit of U.S. Provisional Application 
Serial No. 60/386,064, filed 04 June 2002, and of U.S. Provisional Application 
Serial No. 60/458,070, filed 27 March 2003, each of which is incorporated 
herein by reference in its entirety. 



FIELD OF THE INVENTION 
This invention relates generally to pseudotyped viruses and methods of 
use of the viruses. Specifically, the invention relates to retroviruses 
pseudotyped with glycoproteins in which an 0-glycosylation region has been 
15 modified, and use of these viruses for gene transfer and gene therapy. 

BACKGROUND OF THE INVENTION 
Gene therapy is one of the fastest growing areas in experimental 
medicine. However, most studies are only Phase I or Phase II clinical studies 

20 designed mainly to evaluate the toxicity of the viral vectors and constructs being 
used. A major drawback has been the design of vectors that are both safe and 
efficacious. Recent efforts in the field have been directed toward the use of 
retroviral vectors and viral vectors pseudotyped with glycoproteins from highly 
virulent viruses such as filoviruses. 

25 Retroviruses are ribonucleic acid (RNA) viruses that include an RNA 

genome enclosed within a viral capsid wherein the capsid is surrounded by an 
envelope, or lipid bilayer. Glycoproteins present in the lipid bilayer interact 
with receptors on the surface of various host cells and allow the retroviruses to 
enter the host cell. Once in the cell, the retroviruses reverse transcribe the RNA 

30 of the viral genome into a double-stranded DNA and incorporate the DNA into 
the cellular genome as a provirus. Gene products from the integrated foreign 
DNA may then be produced so that progeny viral particles may be assembled. 
As retroviruses can be modified to carry exogenous nucleotide sequences of 
interest, such recombinant retroviruses have a variety of uses. For example, 
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such recombinant retroviruses are important in introducing desired exogenous 
sequences into a cell, so that relatively high levels of the protein encoded by the 
sequences may be produced. However, use of such recombinant retroviruses 
has several drawbacks. 

5 One such drawback is that retroviruses do not have a broad host range. 

Efforts at increasing the host range of retroviruses have included substituting 
the envelope glycoproteins of the retrovirus with that of a different virus, thus 
forming a pseudotyped retrovirus. The pseudotyped retrovirus advantageously 
has the host range of the different virus. However, some retroviruses have been 

10 pseudotyped with viral glycoproteins that are toxic to cells, so the cells can only 
produce the virus for a limited time. Furthermore, in many cases, the 
pseudotyped retroviruses cannot be stably produced and may not be produced at 
a high titer. Stable cell lines have been developed to overcome the toxicity 
problems and to stably produce such pseudotyped retroviruses. However, there 

15 still exists a need for pseudotyped retroviruses that will allow for the production 
of high titers that would be required for routine gene transfer and/or gene 
therapy. 

Thus it would be desirable to have a pseudotyped retrovirus that is not 
toxic to cells and produces high titers of a competent virus. It would also be 
20 desirable to have a cell line to produce such retroviruses. Methods for using 
such a virus would also be desirable. 

SUMMARY OF THE INVENTION 
It has been discovered that deleting the O-glycosylation region of a viral 

25 glycoprotein of a pseudotyped retrovirus allows for stable production of the 

pseudotyped virus from various cell lines. Pseudotyped retroviruses containing 
viral glycoproteins with a deleted 0-glycosylation region were produced in 
higher titer than those with wild-type viral glycoproteins, and were also more 
efficient in transducing target cells. Accordingly, one aspect of the invention 

30 provides pseudotyped retroviruses that include recombinant RNA surrounded 
by, enclosed within, or otherwise associated with a retroviral core that includes 
a viral capsid, matrix and nucleocapsid. Surrounding the retroviral capsid is a 
lipid bilayer that includes least one viral glycoprotein disposed therein. The O- 
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glycosylation region of the glycoprotein disposed in the lipid bilayer has been 
modified through deletion, in whole or in part, or mutation. In one 
embodiment, the viral glycoprotein is a filoviral glycoprotein such as, but not 
limited to, Ebola virus or Marburg virus glycoprotein. The recombinant RNA 
5 preferably contains a nucleotide sequence that defines a selected biomolecule 
intended for delivery to the target cell. The nucleotide sequence can encode a 
protein to be expressed in the target cell, or it can function as a bioactive RNA 
in the target celL 

In another aspect, the invention provides producer cells for producing 

10 pseudotyped retroviruses having a viral glycoprotein in which the O- 

glycosylation region is deleted, in whole or part. Accordingly, the present 
invention provides eukaryotic producer cells that include nucleotide sequences 
encoding retroviral proteins Gag polypeptide, Pro polypeptide, and Pol 
polypeptide and a fourth nucleotide sequence encoding at least one viral 

15 glycoprotein in which the O-glycosylation region of the glycoprotein has been 
modified. Preferably, the fourth nucleotide sequence encodes a filoviral 
glycoprotein, such as, for example, a Marburg virus or Ebola virus glycoprotein 
having a modified 0-glycosylation region as described herein. In a preferred 
form of the invention, the cells stably produce inventive pseudotyped 

20 retroviruses. 

In a further aspect of the invention, methods for introducing nucleotide 
sequences into a target cell using the pseudotyped viruses of the present 
invention are provided. The viruses can be used to introduce a nucleotide 
sequence into a cell in cell culture, ex vivo or in vivo. The pseudotyped viruses 

25 of the invention are useful for introduction of a nucleotide sequence into a wide 
range of cell types. 

In yet another aspect of the invention methods are provided for 
producing high titers of pseudotyped retroviruses. The methods involve 
introducing into a recombinant producer cell nucleotide sequences that encode a 

30 viral glycoprotein in which the O-glycosylation region is modified. Also 
present in the cells are nucleotide sequences that encode for other proteins 
necessary to produce a pseudotyped retrovirus in high titers and that is more 
efficient in transfecting target cells. 
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Additional objects, advantages, and features of the present invention will 
become apparent from the following description, taken in conjunction with the 
accompanying drawings. 

5 BRIEF DESCRIPTION OF THE DRAWINGS 

Figure 1 A is schematic representation of the Ebola virus glycoprotein 
showing the GP] and GP 2 subunits of the glycoprotein drawn to scale with 
residue numbers indicated below the diagram. 

Figure IB shows the nucleotide sequence (SEQ ID NO:2) and restriction 
10 map of plasmid pEboGPA309-489. The sequence of the modified Ebola 

glycoprotein begins with the ATG start codon at nucleotides 956-958 and ends 
with the TAG stop codon at nucleotides 2447-2449. The 0-glycosylation 
region represented by wild-type codons 309-489 has been deleted in this 
construct. Codon 308 begins at nucleotide 1877 and codon 490 begins at 
15 nucleotide 1886. The insertion sequence between codons 308 and 490 
(TCTAGA at nucleotides 1880-1886) encodes the dipeptide Ser-Arg. 

Figure 1C shows a portion of the nucleotide sequence (SEQ ID NO:l) 
and restriction map of plasmid pEboGP showing the complete coding sequence 
of Ebola glycoprotein. The coding sequence begins with the ATG start codon at 
20 nucleotides 956-958 and ends with the TAG stop codon at nucleotides 2984- 
2986. The O-glycosylation region represented by wild-type codons 309-489, 
which is deleted in pEboGPA309-489, begins at nucleotide 1880 and ends at 
nucleotide 2422. 

Figure 2 is a western blot showing the expression and incorporation of 
25 the A3 08-489 Ebola GP into pseudotyped retrovirus. 

Figure 3 is a western blot showing the extent of O-glycosylation of the 
A308-489 Ebola GP incorporated into pseudotyped retroviruses. 

DETAILED DESCRIPTION OF ILLUSTRATIVE EMBODIMENTS 
30 It has been discovered that deleting the 0-glycosylation region of a viral 

glycoprotein of a pseudotyped retrovirus allows for stable production of the 
pseudotyped virus from producer cell lines. Pseudotyped viruses having viral 
glycoproteins with a deleted 0-glycosylation region were produced in higher 
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titer than those with wild-type viral glycoproteins and were also more efficient 
in transducing target cells. 

Accordingly, one aspect of the invention provides a pseudotyped 
retrovirus. The pseudotyped retrovirus is formed from retroviral components 
5 that include a retroviral core surrounded by a lipid bilayer, and a recombinant 
RNA. Disposed in the lipid bilayer is at least one non-wild-type viral 
glycoprotein which contains a modified O-glycosylation region. The 
modification can take the form of a deletion of the O-glycosylation region from 
the viral glycoprotein, in whole or in part, or mutation of the O-glycosylation 

10 region. The resulting pseudotyped retrovirus exhibits increased transduction 
capacity and expanded tropism, compared to the wild-type retrovirus. 

In one embodiment, the viral glycoprotein is a filoviral glycoprotein 
such as, but not limited to, Ebola virus or Marburg virus glycoprotein. 

It has been discovered that eukaryotic producer cells may be constructed 

15 that stably produce pseudotyped retroviruses having a viral glycoprotein 

disposed in their lipid bilayer wherein the O-glycosylation region of the viral 
glycoprotein has been modified. Modification of the O-glycosylation region 
results in enhanced glycoprotein processing and incorporation into retroviral 
particles, allowing for stable production of the pseudotyped viruses. 

20 It has further been discovered that levels of viral transduction into target 

cells are significantly higher for the pseudotyped retroviruses having 
glycoproteins with modified O-glycosylation regions as compared to 
pseudotyped retroviruses bearing wild-type glycoproteins. 

25 Glycoprotein for use in retroviral pseudotyping 

The present invention contemplates that the O-glycosylation region of 
the glycoprotein used to pseudotype the retrovirus is modified, either by 
deletion (in whole or part) or mutation. Deletion of the O-glycosylation region 
allows the pseudotyped retrovirus to be stably produced in the recombinant 

30 virus producer cells. By "stable production" or "stably produced", it is meant 
that the producer cells will produce pseudotyped retroviruses indefinitely (i.e., 
during the life span of the cell). While not wishing to be bound by theory, it is 
thought that deletion of the O-glycosylation region allows for increased 
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expression of processed glycoprotein in the recombinant virus producer cell. 
This glycosylation step may be rate limiting during production of the virus, and 
glycosylation of high amounts of viral glycoproteins may be toxic to the 
producer cells. Thus, increased expression may be a result of bypassing the 
5 post-translation glycosylation step. Increased transduction is observed and may 
be due to the greater quantity of virus produced. 

The viral glycoprotein used in pseudotyping the retrovirus of the 
invention may be any viral glycoprotein having an 0-glycosylation region. An 
0-glycosylation region can be identified as one that is rich in proline, serine and 

10 threonine residues. Such regions can be discovered by searching protein 

databases for potential (9-glycosylation regions using computer algorithms such 
as NetOGlyc v. 2.0 (J.E. Hansen et aL, Glycogonjugate J., 15:1 15-130, 1998; 
J.E. Hansen et al., Nucleic Acids Research, 25, 278-282, 1997; J.E. Hansen et 
al. Biochemical Journal, 308, 801-813, 1995). Alternatively, O-glycosylation 

15 regions can be identified biochemically, for example by using antibodies to 
perform western blots. 

Filoviral proteins, such as those of Ebola virus (e.g., Ebola Zaire 
[complete genome, GenBank Acc. No. NC 002549; glycoprotein, GemBank 
Acc. No. U23187], Ebola Reston [complete genome, GenBank Acc. No. NC 

20 004161 ; glycoprotein, GenBank Acc. No. U23 152 ] and Ebola Sudan 

[glycoprotein, GenBank Acc. No. U23069]; see Fig. 1) and Marburg virus 
[complete genome, GenBank Acc. No. NC 001608; glycoprotein, GenBank 
Acc. No. Z12132]), have 0-glycosylation regions and infect a broad spectrum 
of mammalian hosts. By way of non-limiting example, the 0-glycosylation 

25 region for the Ebola glycoprotein (Zaire) is from about nucleotide 309 to 
nucleotide 489 of SEQ ID NO:l, The nucleotide sequences encoding the 
filoviral glycoproteins may be obtained as described in Sanchez et al. (1993) 
Virus Res. 29 (3):215-240 and Will et aL, (1993) J. Virol 67:1203-1210. It is 
expected that other viruses not specifically mentioned herein and having 

30 glycoproteins of similar structure to the filoviral glycoproteins may be 
advantageously used in the present invention. 

Viral glycoproteins from filoviruses facilitate the introduction of genes 
into many different cell types and are therefore preferred for use in the 
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invention. As an example, Ebola glycoprotein-pseudotyped lentiviruses have 
specificity in particular for transducing airway epithelia cells from the apical 
surface and therefore hold promise for reagents for gene therapy for diseases of 
the lung such as cystic fibrosis. 
5 It will be appreciated by the skilled artisan that the O-glycosylation 

region can be modified by deleting it either in whole or part from the 
glycoprotein. Deletion involves removing part or all of the nucleotide sequence 
encoding the region. In embodiments wherein only part of the O-glycosylation 
region is deleted, a sufficient number of nucleotides is deleted to cause the 
10 transduction level in a target cell to increase by at least 2-fold, preferably at 
least 5-fold, and more preferably at least 10-fold, 20-fold, 50-fold or 100-fold. 
Transduction levels can be readily determined by using the assay described in 
Example I. 

Alternatively, the nucleotide sequence can mutated, for example by 
15 modifying it to replace the codons for serine and threonine, the amino acids that 
are 0-glycosylated, with codons for conservative amino acid substitutions such 
as alanine which will not be O-glycosylated. A sufficient number of serine 
and/or threonine residues are mutated such that transduction level into a target 
cell is increased as described above. 

20 

Retroviral particle 

The pseudotyped retrovirus of the invention is a recombinant retroviral 
particle that includes recombinant RNA surrounded by, enclosed within, or 
otherwise associated with a retroviral core that includes a viral capsid, matrix 
25 and nucleocapsid. A viral glycoprotein, modified to delete or mutate the O- 
glycosylation region, is disposed within a lipid bilayer which surrounds the 
retroviral core. 

The recombinant RNA includes both coding and noncoding retroviral 
control elements. The term "nucleotide sequence", or "nucleic acid sequence" 
30 as used herein is intended to refer to a natural or synthetic linear and sequential 
array of nucleotides and/or nucleosides, and derivatives thereof. The terms 
"encoding" and "coding" refer to the process by which a nucleotide sequence, 
through the mechanisms of transcription and translation, provides the 
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information to a cell from which a series of amino acids can be assembled into a 
specific amino acid sequence to produce a polypeptide. 

Nucleotide sequences required for retroviral transcription, reverse 
transcription and integration in the target cell are thus included in the 
5 recombinant RNA, as well as elements required for incorporation (packaging) 
of the retrovirus particle (e.g., psi). Reverse transcriptase and integrase give the 
retrovirus the ability to incorporate a gene encoding a desired protein into a 
genome of a target cell after the retrovirus contacts, or is incubated with, the 
cell. The pseudotyped retrovirus may include other proteins, in addition to 

10 integrase, that aid its stable integration into the chromosomes of a target cell. 
For example, with respect to a lentivirus, the pseudotyped retrovirus may 
include proteins such as vpr, vif and vpu. Other sequences known to the art that 
are useful for transducing genes may also be present in the recombinant RNA. 
An illustrative, nonlimiting example of the structural organization of a 

15 recombinant RNA forming a part of the pseudotyped virus of the invention is a 
nucleotide sequence that begins with an optional 5' long terminal repeat (LTR) 
or other transcription and/or integration element(s), followed by a primer 
binding site (PBS) that initiates reverse transcriptase binding, followed by a 
viral packaging sequence such as psi, which packaging sequence is optionally 

20 flanked by splice acceptor and splice donor sites, followed by a reverse 

transcriptase initiation site for the second strand, followed by an optional 3' 
LTR. When the recombinant RNA includes a nucleotide sequence that encodes 
a desired protein or a bioactive RNA (see below), that sequence is typically 
located between the splice donor site and the reverse transcriptase initiation site. 

25 The pseudotyped retrovirus of the invention can be replicative or 

nonreplicative. In most applications, it is desirable that the retrovirus be 
nonreplicative. Replication incompetent retroviruses typically typically lack 
one or more of the Gag, Pol, Pro or Env proteins. 

The recombinant RNA further optionally includes a nucleotide sequence 

30 that defines a selected biomolecule intended for delivery to the target cell. The 
nucleotide sequence can encode a protein to be expressed in the target cell, or it 
can function as a bioactive RNA in the target cell. This protein or RNA is 
produced by a target cell upon introduction of the pseudotyped retrovirus into 
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the target cell. The protein (or RNA) can serve as a detectable marker, or can 
provide a beneficial or therapeutic effect if introduced into an animal, as 
described in more detail below. 

5 Recombinant virus producer cells 

The invention provides recombinant vims producer cells, preferably 
eukaryotic cells forming eukaryotic cell lines, that contain nucleotide sequences 
encoding retroviral Gag polypeptide, retroviral Pro polypeptide, retroviral Pol 
polypeptide and at least one viral glycoprotein, such as a filoviral glycoprotein, 
10 in which the 0-glycosylation region of the glycoprotein has been deleted or 
modified, as described above. (Note that pro and pol often occur so close 
together on a viral genome that the term pol is often used to refer to both pro 
and pol). The eukaryotic cell line is grown in vitro to produce the pseudotyped 
retroviruses. 

15 Any of a wide variety of cells can be selected for in vitro production of a 

pseudotyped retrovirus according to the invention. Eukaryotic cells are 
preferred, particularly mammalian cells including human, simian, canine, feline, 
equine and rodent cells. Human cells are most preferred. It is further preferred 
that the cell be able to reproduce indefinitely, and is therefore immortal. 

20 Examples of cells that may be advantageously used in the present invention 
include NIH 3T3 cells, COS cells, Madin-Darby canine kidney cells, human 
embryonic 293T cells and any cells derived from such cells, such as gpnlslacZ 
0NX cells, which are derived from 293T cells and described in the Examples. 
Highly transferable cells, such as human embryonic kidney 293T cells, are 

25 preferred. By "highly transferable" it is meant that at least about 50%, more 
preferably at least about 70% and most preferably at least about 80% of the cells 
can express the genes of the introduced DNA. 

The retroviral gag, pro and pol nucleotide sequences and other retroviral 
nucleotide sequences needed for forming the specified pseudotyped retroviruses 

30 may be obtained from a wide variety of genera in the family Retroviridae, 
including, for example, Alpharetrovirus (e.g., avian leukosis virus), 
Betaretrovirus (e.g., mouse mammary tumor virus), Gammaretrovirus (e.g., 
murine leukemia virus and Moloney monkey leukemia virus [Mo-MuLV]), 
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Deltaretrovirus (e.g., bovine leukemia virus), Epsilonretrovirus (walleye dermal 
sarcoma virus), Lentivirus (e.g., humaninimunodeficiency virus I, feline 
immunodeficiency virus and Chimpanzee foamy virus) and spumavirus. 
Retroviral sequences are preferably obtained from the Moloney murine 

5 leukemia virus (Mo-MuLV). Such sequences are well known in the art. For 
example, nucleotide sequences encoding MMLV Gag, Pro and Pol polypeptides 
may be found in Shinnick et aL, Nature, 293:543-548 (1981). 

Depending on the application, the retroviral components of the 
pseudotyped retrovirus of the invention are preferably derived from a simple 

10 retrovirus such as MoMuLV, or a more complicated retrovirus such as a 
lentivirus. Examples of lentiviruses include feline immunodeficiency virus 
(FIV), human immunodeficiency virus (HIV), simian immunodeficiency virus 
(SP/) and equine infectious anemia virus (EIAV). Unlike most other 
retroviruses, lentiviruses have the capacity to integrate the genetic material they 

15 carry into the chromosomes of non-dividing cells as well as dividing cells. 
Therefore, lentiviral nucleotide sequences encoding proteins that allow for 
chromosomal integration of virally transported nucleic acid in non-dividing 
cells are advantageously employed, as the host range of the pseudotyped 
retroviruses will be broadened. 

20 Suitable retroviruses, including those described above, are readily 

publicly available from the American Type Culture Collection (ATCC) and the 
desired nucleotide sequences may be obtained from these retroviruses by 
methods known to the skilled artisan. For example, the nucleotide sequences 
may be obtained by recombinant DNA technology. Briefly, viral DNA libraries 

25 may be constructed and the nucleotide sequences may be obtained by standard 
nucleic acid hybridization or polymerase chain reaction (PCR) procedures, 
using appropriate probes or primers. Alternatively, supernatant medium from 
cells infected with the respective vims can be isolated and the desired retroviral 
nucleotide sequences may be amplified by PCR. Such vectors may also be 

30 constructed by other methods known to the art. 

It is preferred that the gag, pro and pol nucleotide sequences are 
contiguous to each other as found in native retroviral genomes, such as in the 
order S'-gag-pro-pol-S'. It is further preferred that these retroviral nucleotide 
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sequences are chromosomally-integrated into the cellular genome of the 
producer cell. Furthermore, the gag-pro-pol nucleotide sequences are preferably 
operably linked at the 5' end of the gag nucleotide sequence to a promoter 
sequence, so that transcription of the sequences may be achieved. 
5 A nucleic acid sequence is "operably linked" to another nucleic acid 

sequence, such as a promoter sequence, when it is placed in a specific 
functional relationship with the other nucleic acid sequence. The functional 
relationship between a promoter and a desired nucleic acid typically involves 
the nucleic acid and the promoter sequences being contiguous such that 

10 transcription of the nucleic acid sequence will be facilitated. Two nucleic acid 
sequences are further said to be operably linked if the nature of the linkage 
between the two sequences does not interfere with the ability of the promoter 
region sequence to direct the transcription of the desired nucleotide sequence, or 
interfere with the ability of the desired nucleotide sequence to be transcribed by 

15 the promoter sequence region. Typically, the promoter element is generally 
upstream (i.e., at the 5' end) of the nucleic acid coding sequence. 

A wide variety of promoters are known in the art, including cell-specific 
promoters, inducible promoters, and constitutive promoters. The promoters may 
further be selected such that they require activation by activating elements 

20 known in the art, so that production of the protein encoded by the specified 

nucleic acid sequence may be regulated as desired. It is well within the purview 
of a person skilled in the art to select and use an appropriate promoter in 
accordance with the present invention. For example, the promoters that may be 
advantageously present in the cell, 5' to the gag-pro-pol sequences, include the 

25 rat actin promoter and the MMLV promoter. Furthermore, the cytomegalovirus 
(CMV) promoter has been found to be an excellent promoter in the inventive 
system. 

Other regulatory elements, such as enhancer sequences, cooperate with 
the promoter and transcriptional start site to achieve transcription of the nucleic 
30 acid insert coding sequence, may also be present in the cell 5' to the nucleotide 
sequences that encode retroviral proteins. By "enhancer" is meant nucleotide 
sequence elements which can stimulate promoter activity in a cell, such as a 
bacterial or eukaryotic host cell. 
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Another aspect of the invention provides methods of making eukaryotic 
cells for producing pseudotyped retroviruses. The method includes introducing 
into the cells described above the nucleotide sequences described above, i.e., 
those encoding the retroviral Gag, Pro and Pol polypeptides, and those encoding 
5 a filoviral glycoprotein in which the 0-glycosylation region is deleted or 
mutated, in part or in whole, into the cell. 

The nucleotide sequences may be introduced into the desired cell 
utilizing any of variety of vectors known to the skilled artisan. For example, 
plasmid vectors, cosmid vectors, and other viral vectors, such as retroviral 

10 vectors, may be used. It is preferred that the nucleotide sequences encoding the 
Gag, Pro and Pol polypeptides are on a vector separate from the nucleotide 
sequences encoding the viral glycoproteins. 

In one mode of practicing the invention, plasmid vectors are 
advantageously used to introduce, or transfect, the nucleotide sequences into the 

15 selected cell. A wide variety of plasmid vectors may be used, including pTRE, 
pCMV-Script and pcDNA3, although pcDNA3 is a preferred vector. The gag, 
pro and pol nucleotide sequences are preferably on the same plasmid, and, as 
discussed above, are preferably contiguous to each other. However, the skilled 
artisan is aware that other spatial configurations of the nucleotide sequences 

20 may be utilized when constructing the plasmids. The vector also preferably 
includes a promoter 5' to, or upstream from, the gag nucleotide sequence. The 
vectors may further include other regulatory elements, such as enhancer 
sequences, as discussed above. 

The nucleotide sequences encoding the viral glycoproteins are 

25 preferably, but need not be, on a plasmid, or other vector, separate from the gag } 
pro and pol nucleotide sequences. The viral glycoprotein encoding sequences, 
such as the sequences encoding the filoviral glycoproteins are also preferably 
operably linked to a promoter sequence described above. In the case of viral 
glycoproteins that are formed from separate polypeptides, the two polypeptides 

30 may, if desired, be supplied on different plasmids. It is preferred, however, that 
such sequences are on the same vector, and preferably contiguous to each other 
so they will be transcribed utilizing the same promoter. In one preferred form of 
the invention, the promoter sequence is a cytomegalovirus promoter sequence. 
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Plasmids, or other vectors carrying the nucleotide sequences encoding the viral 
glycoproteins, may also include other regulatory elements, such as enhancers, as 
described above. 

The vectors may be introduced into the cells in a variety of ways known 
5 to the skilled artisan, for example, discussed in Current Protocols in Molecular 
Biology, John Wiley and Sons, edited by Ausubel et al. (1988) and Sambrook et 
al., Molecular Cloning, A Laboratory Manual Cold Spring Harbor Laboratory 
Press (2000). For example, vectors may be transfected into a cell by a calcium 
phosphate precipitation method. Other methods for introduction of the vectors 

10 include, for example, electroporation and lipofection. 

In order for the producer cells to produce the pseudotyped retroviruses 
of the invention, they must express the recombinant RNA that is ultimately 
packaged into the retroviral particles. The producer cells must therefore be 
supplied with the recombinant RNA. The recombinant RNA may be introduced 

15 into the producer cell as DNA or as RNA, in any of a variety of ways known to 
the skilled artisan. Plasmids are typically used to introduce DNA encoding the 
recombinant RNA into the producer cells. Alternatively, defective retroviruses 
(i.e., those which do not have the capability to produce all of the viral proteins 
necessary for production of a retrovirus having the ability to infect a cell and 

20 produce progeny viruses) can be utilized to cause genomic integration of the 
DNA encoding the recombinant RNA into the producer cell's genome. 

Pseudotyped retrovirus as a vehicle for delivery of genetic material 

In many cases, one may wish to quickly visually detect those cells which 

25 have taken up a vector and that produce a specified protein from the vector. The 
desired protein encoded by the retroviral recombinant RNA may accordingly be 
one that facilitates detection of entry of the pseudotyped retrovirus into a target 
cell. The desired protein may be, for example, a visually detectable component, 
or marker, such as one that emits visible wavelengths of light, or one that can be 

30 reacted with a substrate to produce color of specified wavelengths or other 
detectable reaction. For example, such nucleotide sequences include the 
nucleotide sequence encoding the fluorescent proteins such as green, blue and 
red fluorescent proteins (e.g., A. victoria green fluorescent protein (GFP); 



13 



WO 2003/102219 



PCT/US2003/017577 



nucleotide sequences listed in Prasher et al., Gene 1 1 1 :229 (1992)) and the 
LacZ gene (produces (3-galactosidase, which reacts with a well-known 
substrate, X-gal), both of which are well known in the art and may be obtained 
commercially. Cells that have taken up the vector and express the nucleotide 
5 sequences encoding a protein may be identified and separated from cells that do 
not express the sequences by a fluorescence-activated cell sorting procedure as 
known in the art. 

The invention further provides a screening kit for use in evaluating 
transduction efficiency of a retrovirus in selected target cells. The screening kit 

10 includes a pseudotyped retrovirus of the invention, appropriate buffers, and 
instructions for use. 

Advantageously, expression of a detectable marker allows viral entry 
into a target cell to be confirmed. Expression of the detectable marker can also 
be used to ensure that the pseudotyped retroviruses that are formed are 

15 replication incompetent (i.e., do not have all the sequences necessary in their 
viral genome to produce progeny retroviruses). Supernatant isolated from target 
cells transduced by the pseudotyped retroviruses and contacted with a second 
target test cell should not result in localization of the fluorescent protein in the 
second target test cell because there should be no retroviruses in the 

20 supernatant. A lack of retroviruses in the supernatant would indicate that no 
replication competent viruses are produced inside the initial target cell, so none 
of those initial target cells serves as a source of competent retroviruses. Even 
though it does not make new virus particles, the initial target cell nonetheless 
expresses the marker because the marker is introduced into its genome via the 

25 pseudotyped retrovirus with which it was transduced. 

In addition or alternatively to the detectable marker, the pseudotyped 
retroviruses of the invention may include recombinant RNA that operably 
encodes a protein that is needed by an animal, either because the protein is no 
longer produced, is produced in insufficient quantities to be effective in 

30 performing its function, or is mutated such that it either no longer functions or is 
only partially active for its intended function. Other examples of nucleotide 
sequences that can be included in the retroviral recombinant RNA include those 
that encode a protein or bioactive RNA (typically a ribozyme) that is effective 
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to treat a viral infection, stimulate the hosts immune system, or preferentially 
infect and kill cancer cells in the host. 

The present invention further includes methods of introducing desired 
nucleotide sequences into a target cell using a pseudotyped retrovirus. A target 
5 cell is eukaryotic and can be a vertebrate or invertebrate cell Examples of 
eukaryotic cells include cells from insects, birds, fish and mammals. Preferably 
the target cell is a mammalian cell, more preferably a feline, canine, bovine, or 
human cell. The mammalian cell can be a normal cell or a transformed, 
cancerous or precancerous cell. The target cell may be a cell already infected 
10 by a virus. 

In one embodiment, the method of delivering the nucleotide sequences 
to the target cell includes contacting, or transducing, a target cell permissive for 
filoviral entry, with a retrovirus that has been pseudotyped with a filoviral 
glycoprotein as described above that includes the desired nucleotide sequence in 

15 its genome. The cells can be contacted while present in the organism (in vivo) 
(Sharkey et aL, J Virol 75:2653-2659 (2001)), while explanted and outside the 
organism (ex vivo), or in cell culture (Sinn et aL, / Virol 2003 May 
15;77(10):5902-10 and Kang et aL, J. Virol, 76:9378-9388 (2002)). Cells 
contacted ex vivo can, if desired, be reimplanted into the organism. In vivo 

20 delivery of the pseudotyped retrovirus can be accomplished using methods well 
known to the ait of therapeutic delivery of genetic material, such as injection, 
perfusion, aerosolization followed by inhalation, and the like. Dosages can be 
readily determined by reference to existing retroviral gene therapies. 

When the nucleotide sequence encodes a desired protein, the target cell 

25 is selected so that it allows expression of the selected nucleotide sequence. The 
level of transduction may be determined by assay methods known to the skilled 
artisan, and include assaying for the protein of interest encoded by the 
introduced nucleotide sequences or assaying for the presence of the nucleotide 
sequences. 

30 Any existing retroviral therapy can be modified according to the 

invention by including in the lipid bilayer of the retrovirus the modified 
glycoproteins described herein. Pseudotyping with the modified glycoproteins 
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increases the efficiency of gene therapy because the transduction levels are 
significantly increased, making the procedure more economical as well. 

Reference will now be made to specific examples illustrating the 
5 compositions and methods above. It is to be understood that the examples are 
provided to illustrate preferred embodiments and that no limitation to the scope 
of the invention in intended thereby. 

Example I. Murine Leukemia Virus Pseudotyped with Ebola Glycoprotein 
10 Lacking 0-Glycosylation Region 

Materials and Methods 

Cell lines and culture conditions. The human kidney cell line 293 
(ATCC Number CRL-1573), the mouse embryo cell line NIH 3T3 (CRL-1658), 

15 and the 293T-derived <J)NX (second generation retro viral packaging cells) 

(Grignani et al., Cancer Res, 58:14-19 (1998); Pear et al., Proc. Natl Acad. Sci. 
USA, 90:8392-8396 (1993); Swift et al., p. 10.17.14-10.17.29. In R. Coico (ed.), 
Current Protocols in Lnmunology supp. 31. J. Wiley & Sons (1999)) and 
gpnlslacZ cell lines were cultured in Dulbecco's minimal essential medium 

20 (DMEM) containing 10% heat inactivated fetal bovine serum, 2 mM glutamine, 
100 units Penicillin G, and 100 ug/ml streptomycin sulfate, with or without 0.25 
Ug/ml amphotericin B (growth medium). The gpnlslacZ cells produce envelope 
protein-deficient replication-incompetent Mo-MuLV particles carrying MFG.S- 
nlslacZ, a retroviral vector encoding a nuclear localizing P-galactosidase 

25 (Sharkey et al., J Virol, 75:2653-2659 (2001)). 

Plasmids and site-directed mutagenesis. A modified version of the 
plasmid pTMl was used in transient expression studies of GP sequences using a 
vaccinia virus-T7 RNA polymerase (VV-T7) system (Elroy-Stein et al., Proc 
Natl Acad Sci USA, 86:6126-6130 (1989)). The pTMl vector was modified to 

30 remove an ATG codon (within an Ncol site) at the beginning of the multiple 

cloning site by Ncol digestion, mungbean nuclease treatment, and ligation of the 
blunt-ended DNA. This vector, pTMl(ANcol), was used to subclone the entire 
Ebola virus GP open reading frame (ORF). The GP ORF was cleaved from the 
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buffer) for 30 minutes at room temperature. Membranes were washed as 
before, then treated with a commercial chemiluminescent substrate solution 
(Amersham Pharmacia Biotech), according to the protocols provided by the 
manufacturer. Specific reactivity to GP was visualized by exposing treated 
5 blots to X-ray film. 

Results 

Pseudotyped retroviruses bearing GPs with altered glycosylation. The 
role of O-glycosylation of the Ebola virus GP was examined through analysis of 

10 the effects of deleting the region of the protein that is 0-glycosylated (Jeffers et 
al., J Virol 2002 Dec;76(24): 12463-72). Remarkably, processing and viral 
incorporation of the A309-489 GP was greatly enhanced as shown in Figure 2. 
The migration of the mature GPi, GP 0 (the glycosylated but uncleaved 
glycoform), GP pre (the ^/-glycosylated but not 0-glycosylated uncleaved 

15 glycoform) and deglycosylated GPo and GP pre forms of the wild-type GP and of 
the GP,, GPo and deglycosylated GPi and GP 0 forms of the A309-489 GP is 
indicated. There was also a corresponding increase of 696 ± 142% in 
transduction by the A309-489 GP pseudotyped viruses as compared to wild 
type. The absence of an increase in the mobility of the A309-489 GP upon 

20 sialadase A and endo-O-glycosidase treatment provides confirmation that the 
region of 0-glyeosylation of the glycoprotein has been removed (Figure 3). 
The migration of the mature GPi of the wild-type and A309-489 GPs is 
indicated. In this experiment a glycosylated serum protein possessing a 
mobility intermediate between those of the wild-type and A309-489 GP]S was 

25 detected. The heterogeneous mobility of the PNGaseF-treated proteins is 
indicative of incomplete removal of N-glycosylation. 

The effect of deleting the O-glycosylation region of GP] (A309-489) on 
expression and transduction were striking. This segment, which is rich in 
proline, serine, and threonine residues is the most variable among the Ebola 

30 GPs. Elimination of this mucin-like region results in enhanced GP processing 
and incorporation into retroviral particles (Figure 2) and consequently higher 
levels of transduction by the pseudotyped retroviruses. It is possible that the 
wild-type GP is retained in the Golgi apparatus until all of the serines and 
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plasmid pGEM-EMGPl (Sanchez et al., Virus Res, 29:215-240 (1993)) by 
digestion with ZtamHI and Dral, and the fragment isolated and directionally 
ligated into the pTMl(AAfo>I) vector cleaved with BamHI and Stul. The 
resulting clone, pTMl(AAfa?I)-GP, was used as the target DNA for all site- 
5 directed mutagenesis reactions. This clone encodes a GP sequence that differs 
from the wild-type amino acid sequence in a single residue within the 
membrane spanning sequence (I662V), and for comparative purposes will be 
referred to as "wild-type sequence". This mutation is present in the original 
pGEM3Zf(-)-GP clone, but does not appear to affect the processing or function 

10 of the GP. GP residue numbering commences with the methionine of the signal 
sequence and is continuous through the GP] and GP 2 sequences. 

The GP clone in which the mucin region was deleted (A309-489) was 
generated from two PCR clones linked by an Xbal restriction site, which 
resulted in the replacement of the mucin sequence with two residues (serine- 

15 arginine). Mutations in isolated plasmid clones were identified by direct 

sequencing of mini-prep DNA using dye-terminator cycle sequencing reactions 
(ABI) analyzed on either an ABI 373 or 377 sequencer. Large-scale 
preparations for each type of mutated plasmid DNA were made using 
commercial kits (Promega Corp. or 5 Prime — » 3 Prime, Inc.). The DNA was 

20 quantified by UV 2 6o absorbance readings, and then stored at -70°C until needed. 
The coding region (BamHVSall fragments) from the plasmid pTMl(ANcoI)-GP 
and mutated versions of this DNA were separately ligated into the BamHVXhol 
polylinker sites of the vector pcDNA3 (Invitrogen) to yield pEboGP (Fig. 1C) 
and pEboGPA309-489 (Fig. IB). These plasmids were then cloned in E. coli y 

25 and plasmid DNA was isolated for use in pseudotyping studies. 

Retrovirus pseudotyping and virus transduction assays. Pseudotyped 
retrovirus particles consisting of the MuLV cores and the Ebola GP in their 
envelopes were produced by transfecting wild-type or mutated plasmid DNA 
into gpnlslacZ cells as previously described by Sharkey et al. (J, Virol 75:2653- 

30 2659 (2001)). Virus transduction of (3-galactosidase activity into NIH 3T3 cells 
was determined as described by Sharkey et al. (/. Virol. 75:2653-2659 (2001)). 
All data presented are the average of the results of at least three experiments. 
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Immunoblot analysis of Ebola virus glycoprotein expression, processing, 
and incorporation into pseudotyped retroviruses. Medium from transfected 
(|>NX cells (Grignani et al., Cancer Res 58:14-19 (1998); Sanchez et al. } J Virol 
72:6442-6447 (1998); Swift et al., p. 10.17.14-10.17.29. In R. Coico (ed.), 
5 Current Protocols in Immunology supp. 31. J. Wiley & Sons (1999)) containing 
recombinant retroviruses were passed through a 0.45 ]im filter and centrifuged 
through a 30% sucrose cushion at 25,000 RPM in a Beckman 50.2-Ti rotor in a 
Beckman SS-71 centrifuge. The fluid was aspirated from centrifuge tubes and 
discarded, and the virus pellet was suspended in lOOjil of RIPA buffer (140 mM 

10 NaCl, 10 mM Tris HC1 pH 8.0, 5 mM EDTA, 1% Na deoxycholate, 1% Triton 
X-100, 0.1% SDS). Cells were treated with lysis buffer (50 mM Tris HC1 pH 
8.0, 5 mM EDTA, 150 mM NaCl, 1% Triton X-100), and the cell lysates were 
then centrifuged in a microcentrifuge at 16,100 x g for ten minutes. The 
proteins in the cell lysate and the suspended viral pellet were each precipitated 

15 with a final concentration of 4% TCA for two minutes. The precipitated 
proteins were then centrifuged at 16,100 x g in a microcentrifuge for ten 
minutes. The supernatant fluid was aspirated and discarded. The pellet was 
suspended in an equal volume of 1 M Tris[hydroxymethyl]-aminomethane and 
vortexed vigorously. Proteins whose glycosylation was analyzed were treated 

20 sequentially with PNGase F, which removes TV-linked glycosylation, and with 
both Sialidase A and Endo-O-glycosidase (ProZyme, Inc.), which together 
remove CMinked glycosylation, following protocols provided by the supplier. 
The pellet suspension was then mixed with 1/6 the volume of 300 mM Tris pH 
6.8, 60% glycerol (w/v), 4% SDS (w/v), 0.0012% bromophenol blue (w/v), 6% 

25 2-mercaptoethanol (v/v) and boiled for 5 minutes. 

Equal amounts of proteins as determined by the Bradford assay were 
separated by SDS-PAGE (8.5% acrylamide), and electrophoretically blotted 
onto nitrocellulose membranes. Membrane blots were immersed in reaction 
buffer (20 mM Tris, 137 mM NaCl, 0.1% Tween 20, pH 7.6) containing 1% 

30 bovine serum albumin and incubated overnight at 4°C. Blots were incubated in 
reaction buffer containing a rabbit-anti-Ebola SGP/GP diluted 1:1000 for 1 hour 
at room temperature, washed 3 times in reaction buffer, and reacted with a Goat 
anti-rabbit-horseradish peroxidase conjugate (diluted 1:20,000 in reaction 
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threonine residues in the mucin region are modified. While not wishing to be 
bound by theory, it is thought that elimination of this segment may permit more 
rapid transit through the Golgi apparatus and higher levels of processing to 
GPiand GP 2 and of cell-surface expression. Increased viral incorporation may 
5 also result from a diminution of GP toxicity. It has been reported that the 
deletion of the O-glycosylation region reduces the cytopathic effects of Ebola 
virus GP expression (Yang et al. Science, 279:1034-1037 (1998)). It has also 
been suggested that the expression of high levels of the wild-type Ebola GP 
might lead to exhaustion of the cellular glycosylation machinery (Volchkov et 
10 al., Science, 291: 1965-9 (2001)), which is consistent with the present results and 
present interpretation. 

Example H Expression of Green Fluorescent Protein in Target Cells 
Transduced with Pseudotyped Retrovirus 

15 

A plasmid was constructed based on pcDNA3.1 (Invitrogen) expresses 
the Ebola virus (Zaire strain) glycoprotein with its 0-glycosylation region 
deleted (amino acids 309-489), under control of the cytomegalovirus (CMV) 
promoter. pcDNA3.1 is similar to pcDNAl but it also contains zeocin 

20 resistance. This plasmid was transfected into human cell lines (gpGFP, Taylor 
et al, Mol Biol Cell 10:2803-2815 (1999)) that have also been transfected 
with genes encoding the Moloney murine leukemia virus (Mo-MuLV) gag and 
pol (including pro) genes, the plasmid MFG.S-GFP, and a gene encoding the A 
victoria green fluorescent protein (GFP). 

25 Recombinant pseudotyped retrovirus recovered from the supernatant 

medium of such cells was incubated with several different cell lines (a murine 
cell line, NIH3T3; a human cell line, HeLa; and a hamster cell line, BHK) and 
was shown to be capable of introducing the gene encoding the green fluorescent 
protein into the target cells. Transduction levels associated with the modified 

30 pseudovirus were 4.7 fold higher than with the retroviruses pseudotyped with 
unmodified (native) Ebola virus glycoprotein. These recombinant modified 
Ebola glycoprotein-pseudotyped retroviruses have substantially improved titers 
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that make in vivo gene transfer and gene therapy experiments with such viruses 
feasible for the first time. 

Example HI. Feline Immunodeficiency Virus Pseudotyped with Ebola 
5 Glycoprotein Lacking OGlycosylation Region 

Feline immunodeficiency virus (FlV)-based vectors, which are a non- 
primate lentivirus vectors, were pseudotyped using envelope glycoproteins 
(GPs) from the tiloviruses Marburg and Ebola virus (Sinn et aL, J Virol 2003 

10 May 15;77(10):5902-10). We observed that primary cultures of well- 
differentiated human airway epithelia were transduced when filovirus GP 
pseudotyped FIV was applied to the apical surface. Furthermore, by deleting a 
heavily O-glycosylated extracellular region of the Ebola GP, we improved the 
titer of concentrated vector several fold. 

15 Vector production. The second-generation FIV vector system utilized in 

this study was reported previously (Johnston et aL, J. Virol 73:4991-5000 
(1999) and Wang et aL, J. Clin. Inv. 104:R55-62 (1999)). The FIV vector 
construct expressed the p-galactosidase cDNA directed by the CMV promoter. 
EBOAO (pEZGP 309-489) has been previously described (Jeffers et aL, 7. 

20 Virol, 76: 12463-12472 (2002); Example I). Pseudotyped FIV vector particles 
were generated by transient transfection of plasmid DNA into 293T cells as 
described previously (Johnston et aL, J. Virol 73:4991-5000 (1999)). FIV 
vector preparations were titered on HT1080 cells at limiting dilutions and these 
titers were used to calculate the multiplicities of infection (MOIs). In addition, 

25 we found that the filoviral glycoprotein conferred enough stability to the 

lenti viral vector to withstand centrifuge concentration of greater 1000-fold (data 
not shown); however, we typically concentrated vector 250-fold by 
centrifugation for in vitro experiments. 

Deletion of the O- glycosylated region from the extracellular domain of 

30 filoviral glycoproteins. An initial strategy for enhancing filoviral pseudotyped 
FIV-vector titer was to delete an expansive region from the extracellular domain 
thought to be heavily O-glycosylated. By deleting this region, the efficiency of 
envelope protein synthesis and transport to the cell surface is enhanced 
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(Example I). This region may be functionally less important than the flanking 
regions of the protein simply because of little sequence conservation in this 
region among all filoviral isolates. The deletion of amino acids 309-489 from 
the Ebola glycoprotein (EBOAO) resulted in a marked 74-fold increase in titer 
5 over the average titer obtained with the wild-type Ebola glycoprotein. 

The complete disclosure of all patents, patent applications, and 
publications, and electronically available material (including, for example, 
nucleotide sequence submissions in, e.g., GenBank and RefSeq, and amino acid 

10 sequence submissions in, e.g., SwissProt, PIR, PRF, PDB, and translations from 
annotated coding regions in GenBank and RefSeq) cited herein are incorporated 
by reference. The foregoing detailed description and examples have been given 
for clarity of understanding only. No unnecessary limitations are to be 
understood therefrom. The invention is not limited to the exact details shown 

15 and described, for variations obvious to one skilled in the art will be included 
within the invention defined by the claims. 
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What is claimed is: 

1. A pseudotyped retrovirus comprising recombinant RNA associated with a 
retroviral core surrounded by a lipid bilayer having disposed therein a 

5 glycoprotein comprising a modified O-glycosylation region, the recombinant 
RNA comprising (i) a nucleotide sequence defining a selected biomolecule 
intended for delivery to a target cell, and (ii) retroviral control elements for 
packaging, reverse transcription and integration of the retrovirus into a target 
cell. 

10 

2. The pseudotyped retrovirus of claim 1 wherein the retroviral core and control 
elements are from Moloney murine leukemia virus (Mo-MuLV). 

3. The pseudotyped retrovirus of claim 3 wherein the retroviral core and control 
15 elements are from a lenti virus. 

4. The pseudotyped retrovirus of claim 1 wherein the lentivirus is feline 
immunodeficiency virus (FIV), human immunodeficiency virus (HIV), simian 
immunodeficiency virus (SIV) or equine infectious anemia virus (EIAV). 

20 

5. The pseudotyped retrovirus of claim 1 wherein the glycoprotein is a filovirus 
glycoprotein. 

6. The pseudotyped retrovirus of claim 1 wherein the selected biomolecule is a 
25 protein. 

7. The pseudotyped retrovirus of claim 1 wherein the selected biomolecule is a 
bioactive RNA. 

30 8. The pseudotyped retrovirus of claim 1 having a transduction efficiency into 
target cells of at least 2-fold higher than a retrovirus pseudotyped with the wild- 
type glycoprotein. 
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9. A pseudotyped retrovirus comprising recombinant RNA associated with a 
retroviral core surrounded by a lipid bilayer having disposed therein an Ebola 
glycoprotein comprising a modified O-glycosylation region, the recombinant 
RNA comprising (i) a nucleotide sequence defining a selected biomolecule 

5 intended for delivery to a target cell, and (ii) retroviral control elements for 
packaging, reverse transcription and integration of the retrovirus into a target 
cell. 

10. The pseudotyped retrovirus of claim 9 wherein the Ebola glycoprotein 
1 0 contains a deletion of nucleotides 309 to 489 in SEQ ID NO: 1 . 

11. The pseudotyped retrovirus of claim 10 wherein the retroviral core and 
control elements are from Mo-MuLV retrovirus. 

15 12. The pseudotyped retrovirus of claim 10 wherein the retroviral core and 
control elements are from a lentivirus. 

13. A pseudotyped retrovirus pseudotyped with a glycoprotein comprising a 
modified 0-glycosylation region, the pseudotyped retrovirus having a 

20 transduction efficiency into a target cell of at least 2-fold higher than a 
retrovirus pseudotyped with the wild-type glycoprotein. 

14. A recombinant virus producer cell comprising gag, pro and pol nucleotide 
sequences and a nucleotide sequence encoding a glycoprotein comprising a 

25 modified O-glycosylation region. 

15. The recombinant virus producer cell of claim 14 wherein the glycoprotein 
is an Ebola glycoprotein containing a deletion of nucleotides 309 to 489 in SEQ 
IDNO:l. 

30 

16. The recombinant vims producer cell of claim 15 which is a NIH 3T3 cell, 
COS cell, Madin-Darby canine kidney cell, human embryonic 293T cell or any 
cell derived therefrom. 
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17. A method for making a pseudotyped retrovirus comprising supplying a 
recombinant RNA to the recombinant virus producer cell of claim 12, wherein 
recombinant RNA comprises (i) a nucleotide sequence defining a selected 

5 biomolecule intended for delivery to a target cell, and (ii) retroviral control 
elements for packaging, reverse transcription and integration of the retrovirus 
into a target cell, under conditions such that pseudotyped retrovirus is produced. 

18. The method of claim 17 wherein supplying the recombinant RNA to the 
10 producer cell comprises introducing a DNA encoding the recombinant RNA 

into the producer celL 

19. The method of claim 17 supplying the recombinant RNA to the producer 
cell comprises introducing the recombinant RNA into the cell. 

15 

20. A method for transducing a target cell comprising contacting a target cell 
with the pseudotyped retrovirus of claim 1 . 

21. The method of claim 18 wherein the target cell is an insect cell, a bird cell, 
20 a fish cell or a mammalian cell. 

22. The method of claim 19 wherein the target cell is a human cell. 

23. The method of claim 18 wherein the cell is in vivo, ex vivo, or in cell 
25 culture. 

24. The method of claim 18 wherein the selected biomolecule is a protein, and 
wherein the transduced target cell expresses the protein. 

30 25. The method of claim 18 wherein the selected biomolecule is a bioactive 
RNA, and wherein the transduced target cell produces the bioactive RNA. 
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SfaN I 
Ksi X 
Nla III 
Spin I 
NspH I 
Nsp7524 I 
NEp I 
Caca I 

II! I 

TGTGGAAMTCCCCAGGCTCCCCAGCJVGG^ 

AC AC CTTTCAGGGGTC CG AGGGGTCGTCCGTC TTCATAOj i'iTC GT AC CTAG AGTTAATC AGTC GTTGGTATCAGGG CGG 

•III • • I • -Nil* 

3545 3364 
3564 
3564 
3564 
3564 
3565 
3566 
35G8 

Hla III 
Sty I 
Sec I 
NCO I 
P&A I 

BsaJ I 

Fok I Bcr I Bsl I 
Aci I Aci I Aci I Aci X Act I Apo I 
III III I II I 

cctaactccgccc*tcccgcccct;uctccgcccac 
ggattgagg^gggtagccca^attgaggcg^gtcaaggc 



Nla IV 

ScrF I 
ficoR II 
BstN I 

Sec I 

BcaJ X 



3 532 
3S32 

3533 

3533 

3533 
3536 



Aci I 
I 



3596 



3600 



3680 



1*1 I 
3608 3617 
3613 



I- I 

3629 

3633 



3639 



3650 
3650 



I 

3666 



3655 
3655 
3655 
3655 
3655 
3656 
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ACi I 
Fxm&H I 
Mnl I 
Sec I 
BsaJ I 
Rae XII Mnl 
Mnl I Hae III 
I I I I IN I 



Mae I 
Bf a I 
Sty I 
Sec I 

ftvr xi 

Hac III 
Scu I 



Altx I Mnl I 

I Pde I iml I Rae i 

Mnl Z BseR I Hnl I 

III II III II 

ATGCAGAGGCCGAGGCCTCCTCT^CTCTO 
TACGTCTCx:GOCTCCC^<^AGACGO*^CTC^ 

I II Mil I* I I *l - I- I -III II- 

3686 3694 3705 3729 

3S88 3699 3708 3729 

3690 3711 3732 

3690 
3692 



3760 



3 695 
3696 



ScrF I. 

Nci I 

Msp I 

Hpa II 

Ben I 
xma I . 
Sma I 
Sec I 
ScxP I 

nci i 
BsaJ I 
Ben I 
Ava I 
Alii I Alu I 



3744 
3745 
3745 
3746 
3748 
3748 
3748 
3746 
3749 
3749 
3749 



II I 



Sau3& X 
Hbo I 
Dpn II 
jypn I 
Bel I 
Sau3A X 
Hbo I 
vpn II 
ppn I 
BfltV I 
Alw 1 
II II 



ttinC XI 

Mae XX 

Afl III 

Pml I 
Eco72 I 
Boa A X 

II 



Mse I 
Ase I 
II 



AAAAAGCTCCCXiGGAGCTTGTATATCCA^^ 
TTTTTCGAGGGCCCTCGAACATOTAJOT^ 



384D 



I 

3765 



I 

377S 



3759 
3769 
3769 
3769 
3769 
3769 
3769 
3769 
3770 
3770 
3770 
3770 
3770 



II 

3794 

3794 
3795 
3795 
3795 
3795 



II 



II 
3806 

3606 
3806 
3807 
3807 



II' 

3818 

3819 



3811 



3799 
3800 
3800 
3800 
3800 
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Rae in 
Mse i 
Hae I 
Eae r 
Nla III 
Sty I 
Sec I 
Nco I 

Hnl I Dsa I Bfir I 

Hph I BsaJ I nine II 

II II II II ...... 

CCGTATCA!CATTATGCrrGTTCCACTCCTrcATT^ 



OsaH X 
Aha II 
BstXT X 
BstU I 
HinP 2 
Hhi* I 
HgiA I Cac8 I 
BSP1386 I HicP I 
Alw21 I Bssh II 
Ksp X BstU I Mae IX 

Hpa II Aci I Aafc II 
BeaW I Hph t Hha I 

11 ' 3920 



'I I 
3861 
3864 



. M' 
3875 

3875 
3875 
3875 
3875 
3876 
387B 
3878 
3878 
3879 



I 

38B5 



3890 



DaiE I 
BsrB I 
Msp Z 

Hpa II Taq I 
I I I 1 



Msp I 
Bpa XI 
HgtE II 
CfrlO I 
BsrF I 
BsiE X 
Sau96 I 

Ava II Ava r 
I III I 



ScrP I 
Mci I 
MSP I 

Bpa II 
Ben I 

Xma I 

Sma X 

SfeC I 

ScrF I 
Nci X 
BeaJ I 

Ben X 
Ava I 

il 



II I I -111111 II 

3900 390B 3S15 
3901 3911 3919 

3901 3912 3920 

3904 3913 
3904 3915 
3904 3913 
3913 
3913 
3914 
3916 
3919 
3919 



Mnl I 
I 



Map I Sau96 I 
Hpa XX 
C£rl0 I 

BsrF I Ava II 

li i 



CXrrCGCCOSAGCGGTCGAGTTCTCGAC 4000 
GCAGCGranxXKXAGCTCAAGACC 



I- I I 

3926 3935 
3926 
3929 
3932 



I I I. 
3944 
3944 

3948 
3950 
3950 
3950 
3951 
3951 



I 

3955 



II 
3965 
3965 
3965 
3965 
3965 
3965 
3965 
3965 
3966 
3966 
3966 
3966 
396G 



3979 



'II 

3991 3999 
3991 
3992 

3992 3999 
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SCTV I 

ScrF 3 
ECOR II 
Bstfl X 
Sau96 I EcoR II 
Ava XX BstH I Msp I 
BatU X Sau9S X Hpa II 

HinF I Ava II Kin IV Bsl I Hinr I 

Hha I Bsl i Bon I BsaJ I Hha I 

I) I I I I I I 

TCCGGG ACGACGTGACXCTGTTCATCAGCGCG^^ 4080 



ScrF I 
Wei I 
Mup I 

Hpa II Mae ill 
Ben I Mae II 



Sac l 
ScrF I 
EcoR II 
BstN I 
BSl I 
Baatf I 
Hae ITI 
Hac I 
ScrF I 

EcoR II 
3stN I 
Bsl I 
SBC I 
Bsl I 
BsaJ I 
U II I 



I 

4002 
4002 
4002 
4002 
4002 



I I 
4010 
4012 



II- I I I -I 
402B 4035 
402B 4033 
4029 403B 
4032. 4041 
4032 4041 
4035 
4035 
4035 

4041 



4047 
4047 



4051 
4051 



Ml 11 I 
4061 
4061 
4061 
4062 
4062 
4062 
406S 
4064 
4065 
4067 
4067 
4067 
4067 
4067 
4067 



I 

4080 
4080 



serF I 
EcoR IT 
BsUI I 
Hae III 

Fnu4H I Rsa I wnl I 

BstU I Alu I Mmc I Ben I Mnl I BsrF 

MM II II I I I I llllll I 

OXC^CTG^SACCTCTAtt^CGAtf^ 

G CGCCGGACCTGCTCG AC ATGCTOCTC ACCAGCC^ CCGGC CGGTACTG 



H^a I 
BsaH I 
Alia XI 
ScrxF I 
Wei I 
H3P I 
HpA II 

Ben 



Gtfi II 

Eae I 
Msp I 
Hpa II 

KgoM I 

Naa I 
cfno I 
CacB I 
Scrr i 
Hae ill 
5au96 I 

NCx X 
Map I 

Hpa II Nla III 
Ben I Hae T1X 
I 



4160 



II I I 
4091 
4082 
4084 
4086 
4086 
4086 



I I 

4054 

4098 



I I 
4110 

4114 



4134 
4134 
4134 
4134 
4134 



4142 4149 



4138 
413* 
413B 



4145 
4145 
4145 
4145 
4147 
4148 
414S 

4149 
4149 
4149 
4149 
4150 
4150 
4151 
4151 



4152 

4155 
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Mcp I 
Hpa ii 
NgoM I 
Tfae I 
CfrXO I 
Cac8 I 
B3rP I, 
Gdi II 

Bag x 

Eac I 
M3p X 
ScrP I 
Wei Z 
Ben I 
Bstu I Hae zxz 

HinP I BeiK X 
Hha * Hpa II 

ii mm 



Dra 
HgiA I 
BGP1236 
Apal* I 
Alw21 X 

CacB I 

I I I 



III 



Mill I 
BsbR I 

sec i ; 

Hae III 
Gdi II 
Eae X 



4240 



Sac I 
Cac8 I Dsa I 
Sau3A I esaJT I 

Hbo X Bgl- I 

Ppn tt Pnu4H I 
Dpn I Hbv I 

i j i ii ii Mini mil n i i 

CCTCTACCCGCTCGTCGGCACCCCCGCeCTC^ 

i i- i ii • • ii linn mi mill • 

4151 4173 . 4200 4207 4220 4232 

4164- , 4173 4200 4208 4222 4232 

4164 ' 4176 4201 4209 4222 4233 

4164 4177 4206 4222 4235 

4169 4177 42D6 4222 4235 

4177 4206 4225 4237 

4207 4237 
4208 
4208 
4208 
4210 
4210 
4210 
4210 
4210 
4211 
4211 

Mae II SCXT I 

Pml I Neil 
Ece>72 I Tfi I Aci X KSP I 

BaaA I Hint I Fnu4H I Tfi I Hpa II 

Afl HI Tag I Aci I ninf I Ben I 

III II I II I ) 

AGO^ACTGACACGTGCTAC<U^Amx:GA^ 4320 
ICGTCCTC ACTGTGC ACG ATCC*^ TAAACX^T AAGGTG<3CCCC GGAAG AT ACTITCCATvCCCG AACC CTT AGC AAAAGG C C 



-III 

42S1 

42S2 
4252 
4252 
4253 



I 

4268 
4270 
4270 



II 
4277 

4279 
4280 



1 

4307 
4307 



Hpa II 

i?goM I 

Hae I 

C*rl0 I 

CacS I 

BorP I 
Hga I 
BsaH I 

Aha II Fok 
I II 



4317 
4317 
4317 
4317 
4317 



Bsl I Sau3A I 

Gsu I Mbo I 

sau3A i upn ii 

Mbo I BGtY I 

Ppn zx Alw I 

Dpn i Hinr I gsu I Alu i 

Alw I Hha X ppn I Bpm I Frm4H I 

I Mnl I BstU I wla III Mbo II Bbv I 

I HI II II I I I | I 

<^GCCGGCT*^ATGATCCTCCAGCG^ 
CTGCCGCCGACCTACTAWaGGTOSaXICXC^ 



4400 



I 11 

4321 

4321 

4321 

4324 
4324 
4324 
4324 
4324 
4325 
4325 



I I 11*1 



4331 4339 
4335 
4335 
4335 
4335 
4335 

4339 
4341 



II 

4345 
4344 
4344 



4351 

4350 
4350 
4351 
4351 
4351 



4356 



4367 



4360 
4360 



I I 

4333 
4333 
4395 
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Mae III 



SfaN 
I 



Rma x 

Mae r 

Bfa I 



TAATGGTTAOUVATAAAGCAATAGC^^ 
ATT^CC AATG TTTATTTCGTTATC GTAGTKSCI^T AAfcGTOTTT ATTTC 

I • ■ I B - . II 



4480 



4406 



4461 



Nla III 



Mae I 
Taq I Rma I 
*ca T sal 2 Mae X 
BgKH07 ; Mnl I Bfa I 
Ace I HinC It Alu I 



4466 
4466 
4466 



ACQ I Bfa I Alu I 



Mia XXI Alu I 



£2!^ 4560 
CJCTTTGJU^AGTTACATAGAATAGTACT^GA^ 

' J 'I II- I I I I I • | • | 

4504 4518 4526 4534 4547 4556 



4511 4518 4528 
4511 4523 4530 

4511 4518 4526 
4519 4526 

4530 
4530 



Map I 
Hpa xi 



Mia XV 
Ban X 

Sec X 
ScrP I 
EcoR II 
BfitN I 
Bga»T X 



ACi I Apo I 
AAAGC^CACACZTTTAACAATA^^ 



4640 



4582 



I- 

4589 



I 

4610 
4610 



Alu I 



Aae I 
II 



HinP I 
Hba I 
I 



Aci I 
CacB I 
I 



Bor I 



'I 

4631 
4631 
4631 
4631 
4631 

4636 
4636 
Fnu4H 
Btov I 
Alu I 
IVu IX 

Napa ii 
Cac8 I 
I III 



^TTACTCAC^GATTGAGTGtAATTAACOCAACGCGA^ 

"Jssi * i L " • LL • « ■ ■ ljm • 



4720 



4662 
4663 



4674 
4674 



4683 
4665 



4692 



4712 
4714 
4714 
4715 
4716 
4716 
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■ Bsttf I 

Hae III Mbo IX 

Tfi I Bsl I Ear I Pnudfl i 

Hlr>£ I HinP I H inP I ebv I 

Mse I Gdi II Hha I Hha I Knl I Pie I HinP I 

II I III ill I 1 1 II I I I II 

ATTiUVTGAATCGCCCJUvCGCCCCX^^ 4800 

II I -II i III I ■ ■ li || I *| -I (I 

4721 4731 4738 4748- 4765 4775 4792 4800 

* 122 . 4731 473? 4767 47 " -4792 4900 

4727 4739 4767 4797 

4727 4734 4770 4?97 

4732 4771 

4740 . i( 

Cae8 I 

FnudH I 

Pnu4H I Tti I 

»9iB I BhV 1 . BsrB I Alu I «inf I 

I I I II I I 

CCXTCCOrCGOTCGGCTCCGGCGAGCGGTATCAG^ 48B0 
G CG AGCCAGC AAGC CGAC GCCGCTCGCC AT AGTCGAGTG AGTTTC CGC C ATT ATGCC AAT AGG TGTCTTAGTCCC CP ATf 

I • M -II • I - • . 1 , 

4B05 , 48X5 4823 4833 4 867 

4815 4867 
4819 

4821 

Nla IV 

«la HI scrP I • 

N3PH I Bfil I ECOR IX BStU 1 

N$p7524 I CacB I BstN I Aci I 

" ^sp t Hae III Hae III PxnUH I 

Afl III Hae^I Hae I Bsl I Ha© III Cac8 I 

CGCAGGAAAGAftCATCFIGAGCAAAAGGCCAG^ 4 p 60 

* II • llll • ,11 I- I I UN J - • . 

4B92 4905 4916 4926 4935 4544 

4892 4906 4917 493S 

4892 4907 4919 4937 

4892 4908 4919 4938 

4893 4919 

4922 

. . _ H 9* 1 ScrP I 

ACL I Drd r . PcaR IT 

Nla IV SfaW t Taq I Mnl I B3t £ " 

II I II I I 

GGC TC CG CCC CCCT^ ACG A6CATCACAAAAATC G AC G CTXT AAGTCAC^GGTGQCGAAACC C G AC AGGAfTTAT AAAGAT AC 5040 
CCGAGOCGCGGGGACTGCTCGTAGTG^ITTTTAGCT^ 

I I I * I I • I • ■ • I 

49 $* *9B0 4992 5007 5040 

« 65 4994 i04O 

e w , 4994 5040 

scrF I 

ecor II HinP I D 3 aw I 

BstN I BSSS I Bui X Mop I 

£cc Z Alu I Hha I Aci I Hpa 11 

tf^ T t ^ 1 I 1 Fmi4H J Aci I 

C^GCt;TTTCCCCCTt3CAAGCTCCC 5l20 

CriCCC^AAAGGGGGACCTTCGAOTGAGCACGCGAOAC^ACAAGG^ 

* II 1*11 I • I -|| ||- .| 
5052 5064 5DB2 5091 5111 
5052 5059 5070 5092- 5099 

5053 5065 5092 5099 

5053 5070 5098 

50S3 

HinP I 
Hha I 

nae II sfc 1 ode 1 Alu l 

If || l 

CCCTTCGGGAAGCGTGGCCX:TTTCTCAATGCT^ 520 0 
GGG AAG CC CTTCGCACCGCGAAAG AGTrACG AGTGCG AC ATCC ATAG AGTCAAGCCAC ATC CAGC AAGC G AGGTTCGACC 

II ' * I * I " • I 

5136 5157 51S7 5^5 

5137 
5137 
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HinP I Msp I 

Fnu4H I Hpa II 

Hgifl I Bbv I Mae III ScrP I 

BSpl286 I NspB II MSP I Mme I 

ApaL I Aci I Hpa II pie I Nci I 

Alw21 I BsiE I Hha I ©saw I Hinf I Ben I 

I I I I I II I I I II 

GCTGTGTCCACGAfcCCCCCCGTTCAC^C^ 52B0 

I • I- I I I * II I* ' I I *ll 

3206 5229 5237 5245 5263 527X 

5206 5232 5246 5263 5271 

5206 5232 5246 5266 

5206 5234 5249 5271 

5234 5272 
5237 5272 

AlwH t 
Fmi4H I 
FnuCB I 

BbV I Bsr I 

Bsr I Bbv I Mae III Mnl I Sfc I 

I I M I I I I 

CACGACTTATC WACTCGCAGCAGCCACT^ 53 60 

GTGCTCAATAGCGGTGACCCTCGTC(X;^^ 

• I I* II I • I ■ *| • I - 

5295 5302 5312 5331 5348 

5299 5308 
5295 
5302 
5303 

Bsl I Rma I 

Mae III Mae I HiaP I Bsr I 

Hae I Bla I Hha I Eco57 I Maa III 

III I I III 

GAAGTC^TQCtXTAACTACGGCTACACTAG 5 4 d 0 

ll-l • I ■ • -I I- I I • 

536B 5367 5411 5419 5428 

5369 5387 5411 5425 

5371 5387 
Map I 
Hpa II 

Sau3A I Fnu4H I 

Mbo I Hbv I 

Dpn II t?spB II f thill II HinP I 

Dpn I HgiB II Cac8 I Hfaa I 

Alu I Alw I Tfhlll II Aci I Tthlll II S3CU I 

I III II I II I II 

AAXGAGTJTOTAGCTCTTCATCCGGCAAACAAACCACC^ 5520 
Tl-rCTCAACCATCGAGAACTAGGCCtOTT^ 

• I I- I I " I I • • I* III* I! 

$452 5459 5466 5477 5499 5519 

5459 5473 5504 5520 

5459 5477 5505 5520 

5459 5508 
5459 550B 
5462 
5462 

S3U3A I 
sau3A I Mbo I 
Mbo I Dpn II 

Dpn IX ppn I Sau3A I 
Don 1 1 Al* I Mbo I 

BsW I BatY I Dim II Mb I MSe I 

Alw I ntoo ii Dpn I Hga I Ma© II 

II I II I II II 

CGCASAAAAAAAC^ATCTCAAGAAGATCX^ 5600 
GCGTcrrTTTTTCCTAGAGTKnrTC^ 

' II ■ I If • I ' * I I * I I • 

5533 5542 5553 5572 5595 

5533 5544 5553 5576 5598 

5534 5545 5553 

5534 5545 5553 

SS34 5545 

5534 5S4S 
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Nla 
BspH 



III 
I 



Sau3A I 
Hph I Mbo I 
Mho II ppn II 
Sau3A I Dpn I 
Mbo I Alw I 

Dpn II B3tY I 

Dpn t Kma I Mse I 

BstY I Mae I Mso I 

Al* I Bfa I Dra I 
III I Ml II 



Mse I 
Dra I 
II 



AGG<3ATTTTGGTCATCJ^ATTATCAAAA*GGATC 

TCCCTAAAAC C AGTACTCTAATAGTTTTTC CTAGAAGlfeGAirCTAG GAAAATTT AATTTTT ACTTC AAAATTTAG TT^G A 



5680 



II 
5612 
56X3 



II I I 
5630 

5630 
5631 
5631 
5631 
5631 
5633 
5636 



I II 

5640 
5640 
5640 
5642 
5643 
5643 
5643 
5643 
5643 



Mae I 



II 

5649 
5650 



II- 

5668 
5669 



5655 



Mae III 
I 

AAJUSTASATATGWSTAAACTTGG^^ 
TTT^T AT ATACTCATITGAACCAG ACT 



Nla IV 

Bon I 
mil i 

I I 



I 



Sau3A I 
Mbo I 
Dpn. II 
Dpn I 



5760 



5711 



5722 



Pole i 



Pie I 
Hinf I 
EamllQ5 I 



5731 
5733 
5733 



Mil I 



1 

5742 



I 



5748 

5748 

5748 

5748 

Bsx I 
Sau96 I BsrB I 
Nla IV Fnu4H I 
Hae III BJjv I 



I I 



C ATAfiTTXKTCTG ACTC CCU G TCGTGT AG ATAACT ACG ATACGGGAGGCCXTAC CATCTGGCCC CAOTOCTGC 
GCAAGTA(^1?ATCAACGGACTGAGGG(^AGCACATCTATTGATCCT 



5840 



I 

5765 



I 

5780 
57B0 
5780 



I 

5B12 



I -I 

5827 
5827 
5B27 

5031 



I l< 

5836 
5836 
5839 



BswA I 
Bsa I 

BStU I 
ACi I 
II I 



Nla IV 
lisp I 
Kpa II 
CfrlO I 
BSXF I 
TC>B I Gsu I 
I II 



Msp I HinP I 

Hpa II Hha I 

Bgl I Hae III 
CacB I 5au96 I 

I II II 



AATGATACCGCGAGACMVOXTCA^ 
TrTACTATGGCC^TCTGCGTCXrGAGTGG^ 

II* I * I II I I ' "III It ^ t 

5840 5863 5870 5895 5906 



5920 



5849 
5852 
5852 



5865 
5865 

5866 

5866 
5869 



5899 
5900 
5900 



5907 



5913 
5913 
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Sau9& I 
Ava II 



Aci I 



I Bsr 
Pok I 



I I 1 I 



H3e I 
Ase I 
II 



Alu 

ScxP I 
Nci I 
Msp I 

II 
Ben I 

I i 



Mae I 
Bfa I 
I 



Mse I 
Bsr I 
I I 



600D 



GtfCGTCCTCCAACTTTAl^a;CCTC<^*CC^ 
CACCA(^ACG»TTGAAATAGC^<KAGOTAGGTC^ 

I ' I" I II- It ' III . | | . 

5923 5959 59d6 5956 596? 5975 5992 

5923 5942 5949 5957 5967 5975 5996 

5967 5975 
5967 
5967 

5973 

Nla IV 

Hae II Msp I 

HinP I Hpa II 

Hba I Sfc I BsaW 1 

gso 1 Bsro I * SfoM t Haa III Alu I 

II I ill | | || | 

AGTTTG^GCAACOTTGTTGCCATT^ 6080 
TCAAAOSCGTQX^AACAACGGTAACGATOTCCOT^ 



II 

6005 
6006 
6006 



►I 

6021 



I 

6032 



5026 



6011 



Sa\i3A I 
Kb© I 

Dpn I 



5au3A X 
MbO I 
Dpn XI 
ppn i 
AlW I 

Nla III 



I II I- 
6073 
6076 
6077 
6077 
6079. 
Sau3A X 
Hbo I 
Bpa XI 
SOLI 
BsiB I 



ttol I 
Sau96 I 

Mae III r?la III Alu I Ava II Dpn I 

I fill I I I II 

AACGGTTGCTAG3^TCCGCTCAAT<^ 

I V I 11*1 • ' I " I I • II 

6089 6100 6114 6136 6145 6153 

6089 6104 6145 

6089 6107 6148 

60B9 6107 6152 

6107 6152 

6107 6153 

6107 6153 

6153 



6150 



Act I 

rnu4H I 
Hae III 
Gdi II 
Eae 1 

III 



Fn\j4* I Fok I 

Wl» III Bbv I Apo I Nla III 

"TCAGAAGTAAGTTGGCCGCAGTGl^ATCACT 
ACnxnTCATTCAACCGGCGTCACAATAGTGAGTACCAAT 



6240 



III. 
6173 
6173 
6174 
6175 
6176 



6192 



I 

6202 
6202 



I 

6213 



6228 



6233 



BsiB 
Pnu4ti I 
I I 



MSp I 
Hpa II 
ScrP I 
Nci I 
Ben t 
II 



Hph I 
Bfcr I Rsa I 
StaK i Ma© ill sea I Dde I 

I III II I 

^ATOCTITTCTCTGACTGGTGAGTACTCA^ 6320 
TCTACGAAAAGftCACTGACCACTCATORGTTGGTTC 
I _ ' I I |- || * I * |.| * ||. 
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II -1 


6410 


6418 


6427 


6410 


6418 


6428 


6411 




6428 


£411 




6423 


€411 




6428 


6411 




6428 



Hi»F r • HgiA I 

Hga I Hha I Bspl286 I 

BaaH X BstTJ t Wse I Ha* n 

Aha II ACX I Dra I Alv21 I Xnm I Mho II 

II 111 I I I ill 

C<XGTCAATACrecOA3>AAra 6400 
CCGCAGTTAOWCCTATrATGGCGCWTGTAT 

11 • -III ' II | • |||. 

6321 6341 6360 6367 6380 6388 

6321 6342 6361 6384 

6322 6343 6367 

6343 6367 
Bar I 

5au3A 1 Sau3A I Eco57 X 

Kbo I Hbo I HgiA I , Mb© II 

Epn II Dpa XI B3pl286 I Smi3A I 

ppn i Dpn I ApaL I Kbo I 

BstV X' N3PB IX Alw X Mad III Aly21 I Dpn II 

Alw r Aci I BstY I Taq I 3ssS I rpn J sfaH I 

II I II I I I II I II I 

AACTCTC AACOATCTT ACCGCTGl'TG AGATC CAGTTC^^TGTAACCCACTCtyTGCACC CAACTGATCITC AGC ATCITTr 6480 
TTCAGAfirrrcCTAGAATCMCGACAAC^ 

I •! I- I I II • I 

6436 6449 6464 6472 

6441 6452 6464 

6452 6464 

6452 6464 

64S2 6466 
6467 
6431 

ACi I 

Hph I Bph I Fnu4H I 

II II 

ACTTTCACCACXGrarCTGGCy^^ 6560 
TGAAAGTO^CCCAAAGACXXrAC^^ 

I I • • | | • 

6485 6500 6526 

6527 

BfirB X 
Nla III 

Mbo XI BspH X 

Ear 1 Sap 1 B3WA I 

TTCAATACTCATACTCTTCCrrrOTni^ 6640 
AACTTATGAGTATGAGAA<^AAAAAGTIA?A^ 

* II I • - • | II | 

6574 65B7 6617 

6575 6620 

6621 
6524 

Taq I 

sal I 

HinC II 

HinP I Acc I 

Hha X . Haa II 

BstU I BDaif X 

Aci X Xha H 

Wlo IV Aat II 

AATOTATTTAGAAAAATAAACAAATACGGGT^ 6708 
TTACATAAATCTFJTTATITXTrT^^ 

!• Ill • • II II 

6663 6703 
6673 $703 
6674 6703 
6675 6704 
6675 6706 

6706 
6706 
6707 
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Mae XX 
BsaH X 

Pie X Aha It Nla IV 

Hinf I BswA I • Aat II Baa i 

I I II I 

TGGGCGTGGAt AGCGGTTTGACTC AC03<» ATTTCC AAOTCTCC ACCCCATTCACGTC^ 720 
^CCCKTACCTATCCXTCWUKITCIAGTC^ 

I • ■ II I 

660 679 693 715 

660 693 715 

693 
69ft 

Mae III ACi £ Hga X RSa I Mnl X 

III I I 

AAAATCAACGGOACTTTCCAAJy^TGTCCyrAACAACTCCGCCC 800 
TrTTAGTTlXXeTGAAAGGT^ 

• I • I ■ I • • I- I * 

748 757 767 789 798 

Alu X 
Sac I 
HgiA X 
Eel 13 6 II 
BSP1236 I 
Ban 11 
Alw21 I 

II 



Pie X 
Hinf I 



Sic 1 



Una X MSG I 

Mae X Aae X 

Dfa X Bsr I Taq X 

1 1 I II 

Gl^^ AT ATAAJGC AG AGCTCnrTGGCTAACTAGAGAAC 
CAGAIATATTCGTCrOSMSAGACCQAT^^ 



BSD 



II 
B14 

814 
814 
814 
814 
814 
815 



I' 

829 

829 
029 



I 

847 



I 

856 



II 

861 
862 



869 
869 



I 



875 



Jfcna X 
Maa I 
B£a X 
MIS j 
Cac8 I 
CacB 1 



Nla III 
5ph X 
NspH I 
Nsp7524 I 
Cac8 I S£c I 
Alu X Pst I 

MS8 I BIOB HI CacB I 
Dra I Mse X 2?5p I 



Sau3A I 
Mbo I 
Tfpa II 
Dpn I 
ilia IV 

Baa I 
Pie I BstY X 
Sal I Ma© I XCflLi 
Hinf I BatnH I 
Taq I Alw I 

HinC II Mnl X 
ACC I Bfa I Mmc I 



BsmA I 

eaa I Alu I pme I all-II Cac8 I BspM I xba I Alw I 

I II II 1)1 Hill III I I II I II I II II 

GGAC^CCCAAGCTGGCTAGCGTTTAAACTTAAOCTTGCAl^ 
CCTCTGGGTTCGACX^^TCGCAAATTIX^TTCGAAC 

i ii ii -in n-iii ii -i M ti I II mi ii 

882 890 901 908 917 925 935 942 
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(ATG) 



95D 



8B2 891 902 909 9X7 929 
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917 936 
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*« i 

Tag I 
Clfl X 
S&u3A I 
Hbo X 
Dpn II 
B33S I Hin£ I 
Sap I Mnl I BspP X 

Mae III Mae III Dpn I Mai I 

I I ) II III I t 

CGTTACAGGAATATTCCAGTCACCTCTriTIAT^ 10 4 0 

GCAATGTCXTTATAACtrTCAATG^ 

i i i* ii in i i • • . - 

962 979 989 1000 

970 981 990 

934 993 
989 
989 
989 
990 
991 
993 

Tag X Km X 

Fok I Sal I Hae I 

Pie I nine II B£a r EamllOS.I 

Xmn I FoX X Hint I Acc I Spe t Maa III 

II II till II 

GAACMMTCCATCCrACTTGGAGTC^ 1120 
CXTCTAAAAGGTAGGt^TCAACCTC 

I *l • 1 I ♦ • • II • II ♦ I I • 

1041 1051 1062 1097 1X05 1116 

1062 1097 1106 1118 

1066 1097 1106 

.1093 1106 

Mma I 
5au3A I 

Mbo X Taq I ' 

Ppn II Tfi I 

Fo5c I Mun X Dpn I Hinf I Mae II 

1 111,11 I 

AAACTGTC ATC CACAAATCAATTQ AGATCAGTTTOAC^ TGGCAACTt? ACGTGCCATCTGC 1200 ' 

TrrGACAGTAG^TGTrfTAGTTJUVCTCTrAG^ 

I • I* I •! )• I ' > | • 

1128 1139 1146 1159 1188 

1146 1159 

1146 . 1164 

1146 

1151 

Hfip X 
Hpa It 
Baaw 1 
Sau96 I 

AVA II HgiB II Hph t 

EC057 I B3l X Aln I 

1(1)11 II 

AACT AAAA6 ATGGGGC TTCAGGTCCGCTGTCCCACCAAAGGTGGTC AATTATGAAGC TGGTGAATOGGCTGAAAACTGCT 1280 
TlX^rmCTACCCCGAAGTCCAGGCCAC^OOGTG^^ 

1 -| || »| | - | |- ' ■ • ■ 

1215 1231 1255 

1221 1234 1259 

1221 
1223 
1224 
1224 
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Acc I 
1 



HinP I 
Hha J 

Hae XI 
Fim4H I 
Bbv t 

I II 



Hinf I 
I 



CfrlO I 
Nla IV 
ean I 

M3P Z 

Hpa II 
SciT I 
Hci I 
Bsl I 

Ben I Msp I 
Sec I Bar^ I 
B3oJ % Hpa XX 
III I II 



AC^TCTTGAAATCAAAAAACCTGACGGGAGTCAGTGTC 13€0 



I 

1317 



II 

1325 

1325 
1327 
1328 
1328 



1335 
133* 



II I II 
1352 1360 
1352 1359 
1353 1360 
1353 
1353 
1353 
1354 
1354 
1356 
1356 
13 59 



HgiA I 
Bcpl286 X 
ApaL I 
A1W21 I 



Bsl I 
Sau96 X 
Ava IX 
Nla IV 
I 



lisp I 

Hpa XI Bsl I Mnl I Mbo II 

II I I I 

a^ATGTGCACAAASTATaU3GAACGG(^ 1440 
GCCATACACGXOTTTCATAGTCCrTGCCCTCGCACACX^CCT^ 



I 

1367 
1361 
1367 
1367 
Tauj I 

Sau3A X 

Mbo X 

tJpn XX 

Dpn X 

I I 



II *\ 

1387 

1388 
13BB 

1391 



•I 

139© 
1398 
IdOl 



I 

1414 



•I 
1421 



1431 



Hul X 

Sec X 
BsaJ X 

I I 



Eco57 I Alu X 

I t 

TGATCG ACTTOCTTC C ACA6TT ATCTACCO AOG AACGACTTTCGCTGAAGGTGTC GTTGC ATTTCTGATACTGCCC CAAG 1520 
ACT AGCTG AACG AAG GTGTCAAT AGATGGCTCCTTGCTG AAAGC G ACTTCCACAGCAACGT AAAG ACT ATG ACGGGGTTC 



I I 
1442 
1442 
1442 
1442 
1444 



I I 
1468 
1468 
1470 



I 

14B5 



1519 



xmn I 
Dde x 
I I 



Alu X 
SC057 I 
Mb© II 
II 



Bsl X 
Sau9 6 I 
Nla IV 

Ava II Rma I 

.PPUtl I Mae I 
ECO0109 X 

nnl I Bfa I 

III I I 



MSp I 

Hpa XI 
CfrlO I 
BarP X 

CT AAG AAGG ACTTCTTCAGCTCACACCC 1 600 

GATTCTTXXTGAAGAAOTCGAGTGTGGGGJUVCT 

I | • 11 | • • II* III I 

1521 1533 1558 1574 

1525 1534 1558 1575 

1538 1559 1575 

1559 1576 
1576 
1576 

15BD 



1584 

15B4 
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Vsp I 
Kpgi IX 

cirio r 
DsrF z 

BeaW I 
MS I 
II 



HinC IX 

Sea X Mol X wma X 

EC oH V A<IQ £ Rla IV BKftA I Rfia X Taq I ApO I MAS IX 

I II 111 I II 

Tl^TGTIAATCrATAGTCCCAT^CAAAACCTTGGTTACTCTC 



I 

1611 



II 
1622 
1622 
1522 
1522 
1623 
1623 



\ 

1631 



I 



1648 
1647 



) I -I 

1656 
1658 
1661 



1 

1666 



I I 

1677 
1680 



Alu I 

T£i I PVU II 

Tffl I Hinf I NspB II 

Hinf I AlwN X Ggw I BsnnA I 

II I III I 

GGTTCAACTTAGTICTAAGTC^^ 



1760 



16B8 
1SBB 



I 



I 

1706 



1695 
1695 



I II- 

1715 
1718 
17ia 
1719 



I 

1727 



Sec X 
Dsa X 



Hae Hi 

Apo I HinC II , Sau96 X 

i i ii 

CCACTO^AAACTAATTTGG^^ 



1840 



I 

1761 
1761 
17 61 



Mill 
I 



I 

1773 



rana X 
Mae X 



1 

1784 



Mbo II 
Ear I 
I 



1818 . 
1819 



Start of 
O-glycosylation region 



AACCTCACTAGAAAAATTCGCAGTOAAGAxmGTCT^ 
TTtSGAGTQA aCriVri 'AAGCGTCAgrTCTCAACAl 



I 

1843 



1B48 
1B4B 
1848 



BstU I 
ttinP X 
Hha X 
Msp I Xmn 
it pa IX 
I II I 



I 

1865 
1B65 



Sau96 I 
Sec I 
Scr? I 
ECCR II 
ECU? I 
BsaJ I 
Sec I 
Bel I Ava II 
C Mme X Mia IV 
Wbo II BsaJ I 
II II II 




Pie I 

Nla IV flinf I 

TATCAAACGGAGCCAAAAACATCAGTGGTCAOAG 1920 
,T AGTTTOCCTCOG TTTTTGTiVGTC AC CAGTCTC 

I * I • 

1895 1918 
1918 



Hbo II 
3pUA I 
Bbv II 
Bba X 
Bbs I 

£co57 I 

I I 



Eco57 
via III 
I 



BsrD I 



Will 
I 



I 



tccggccx:gaacttcttccoacccag<waccaacacaacaact<^ 2000 



ACGCCCCGCTTGAACA 

) II I- I U • II il • 

1922 1934 19^2 

1922 1929 1937 1946 
1925 1938 1947 

1925 1942 
1926 1943 
1943 

I9a3 
1943 

1947 



GTTGACl?TCTCGTCTTOTACT*ACCCAAGTCl*rTTAAOGACAC 

II • I • I -II 

1962 1978 1995 

1964 1383 2000 

1964 
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1964 
1964 
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Stc X 

OgiA I pst I 

BSpl2BS I FTiu4H I 

Apat X Bbv I Pie I 

Alw21 I Alu I sfaN I Hinf I 

CAATGOTTCAACntXTAC^GTCAAGGAA^ 2080 
CTTACCAAGTTCACOTGTCAGTrCCTTCCCTTCGACGTCACAGC^ 

* I • • 111 • I > | 

2012 2032 2044 2074 

2012 2033 2074 

2012 2033 
2012 2034 
2034 

Msp I 
Hpa II 
BspB I 
BsaW I 
Sau96 I 
ScrP I 
EcoR II 

BstH I Knl I ' 

Mttl I HfrLB II Ava It rwle t 

I I III] II 

CAATCCOTCACAACCAAACCAGtyrcOM 2160 

I * I I* I II • • - -|| 

2086 2093 2102 2151 

2099 2153 
2099 
. 2099 

2102 
2104 
2104 
210S 
3105 

Sau96 I 
Msp I 
KDv I 

Aci 1 Hme I Aci I Ava II 

***** Mnl I Mnl I BaiE I Hpa II 

11 II I Ml II 

TCAACTITGAAtlAACATCACCt^A 224Q 

' 1" * • M • I • IN II- 

2176 2205 2217 2226 2235 

217 9 2207 2229 2237 

2231 
2231 

2235 
2237 
2237 

Sau96 I 
Nla IV 
Ava II 
HgiA I scrP I 

Bspl2BS I EcoR II 
A1W21 I BStN I Aci I 

CCCCAAAAGCAG AC AAC ACCAAC ACGAGCAAGAGCACTG ACTTCCTOGACCCCGCCACC ACAACAAGTCCCC AAAACCAC 2320 
GGGCTTTTCGTC 1CTTGTGGTTGTGCTCGTTCTC GTG ACTGAAGG ACCTGGGGCGGTCGTGlTGTTCAGGCfiTTTTOGTG 

• I I I • | 

2272 2284 2292 

2272 * 2284 

2372 2284 

2287 
2287 
22B7 
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Cac8 I Mbo II NepB XX 

NSPB II Bar I R&U4H I Rma I 

XcL X Msp I Btov x wae I 

BSJftA r Kpa II B3l 3 Bfa I 

Baa I HpH I BaaWl' CacB 1 Mai I Kse I 

in i n i ii it ii i 

A/^GAGACCGCTGGCAACAACAACACrCATC 2d00 
TCGCrPCTCSCGACCGTTGT'yOTTOTGAO^ 

IM • . I. II I • II II I I 1 • ' 

2324 2350 236D . 2375 2386 239S 

2324 End of. . 2361 ' 2376 2390. 

2328 O-glycosylation 2361 ' 3373 2390 

.2328 region 2 366 2379 2390 



2330 / I ' 2366 2380 

/ % I Sau3A I 

Pie r Mbo i 

Hin£ I Bpn II Mbo II 

Gsu I I Dpa i, Tag I . 

I I Bel I Mbo II Ear I Mini 



I I _| II ■ I II | 

atgqttatgataacgacctca4^5tcctgactagt^ 

I ! ; , II I • I I • I 

2415 2430 2445 2454 2463 

2415 .2431 2452 

2419 2431 2454 

241B 2431 
2431 

ScrP I 
£ce>R II 
D»tN I 
Bao III 

. Fok I Frra4H I Hae I 

Apo I Bar 2 Dde I Bbv I Bsz I Bsl I 

I I II I 1 1) I ) 

C CAAA TGCAACCCTAATTTACATTACTG<^ 2560 
GCrmCGTTTGCK^TTAAATGTAATGACCTC* 

• I I • I I • I - |*|| ! ■ J 

2494 2505 2514 2520 2539 2552 

2518 2528 2541 

2642 
2544 
2544 
.2544 

Had III 
Hsc I 
HAO I 

Fnu4H I CacB x 

Bbv I AXu j 

CacB I Wnl I Fvu II 

Hac III Sec I U&pB II 

Sau96 I BsaJ I Mnl I Mse I BemA I Eae I 

III I I I I | | HI I) 

GGGCCAC^ACTCUGAGCXLAATTrACAr^ 2640 
CCCCGTCCrrCGGCTCCCTTAAATGTATCrc^ 

HI I -M * I • • | |- HI || ■ 

2561 2571 256B 2615 2629 2637 

2562 2571 2633 

2S63 2573 2633 

2567 2634 
2567 2635 

2637 
2637 

, „ 2638 
Pi© I Kbo II 

Hint I Bar I aIu I 

BsmA I Alu I Dde I Dde I Mill I 

I I Ml I II | 

CAACGAGACGACTCAAGCTCTTCAACTCTT^ 2720 
<3TrcCTCTCCTGAGTTCGAGAAGTTGACAAGG»CTCT^^ 

II III" - | | | * . | • 
2845 2656 2072 2685 2707 

2650 265B- 2688 
2650 2659 
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Fmi4H I PflM T Map i 

S&V I Nlft III Hp4 II 

Sf c I tfsp'rt I B3aW I 

PSC I wsp7524 I SAU96 I 

Fnu4H I Nsp I Ava II 

MUH I «?V I FTJU4H I BSl I tfla IV Taq I 

f II I I II I || || II 

CAATTGATTTC TTGC TGC AGCG ATGGGGCGGCACAJG C CA CATTC^tSGGACCGG ACTGCTGT ATCGAAC CACATGATTGC 
tnTAACTAAAGAACOACGTCOCTACCCCCCCOTCTACGGTGT^^ 



Bi 



S&U36 I 
tX I Ava IJ 
Nl* XXX 

I 



2800 



I 

2721 



(I I 
2734 
2734 
2735 
2735 
2737 
2737 



I 

274B 



2753 
2753 
2753 
2754 



I 

2758 



2758 



II 

2767 

2768 
2768 
2770 
2771 
2771 



I 

27B4 



I- I 

2792 
2789 



I' 

2799 
2739 



Sau3A I 
Hbo X 
Dpa II 
Dp» X 
Bel I 



Nl« XXI 
BspH I 

It II , , 

ACCAACAACATAACAG^AAAATTGATCAC^^ 2880 
TC<OTCraOTATTG^^ 



See I 
ScrF X 
EcoR IX 
BfitW I 
BcaJ X 
5au96 I 
Ava II 
K3p X 
Bpa II 
Bsl I 
B3PE I 
BsaW I 

II I 



2824 
2625 
2B25 
2825 
2825 



N • ^ II I . 

2836 2860 
2837 2860 

2861 
2861 
2861 
2863 
2863 

2866 
2866 
2866 
2866 
2866 

BspM I 
Msp I 
Hpa 12 

BsmA I CCrlO 1 

wun I Fok I Bsrr I mag hi 

CAATTCGTGGACAGGATGGA<1ACAATCGATACCGGCA 2 9$Q 
GrrAACCACCTGTtpTACCTCTG^^ 

lo», -II* -II | • | • 

2 SB1 2B34 2911 2927 

2911 
2912 
2912 

2915 

Dae X 

SEP. I 

Eco57 I AXu I Mnl I 

Mbo II Nla III BhhUM.S 

TC^TATATCCAAATTTGTCTTTrAdm^ 3 0 4 0 

AGACATATACGTTTAAACAGAAAATC WVAAACAAGTCTAAOTAAGTACCTTTTCGACT 

•H I ■ III I 

2991 3005 3014 

2992 3013 3D20 

3014 
3015 



2899 
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fig- 2 



PNGase F - 



O) o> o> 
oo oo oo 

^ J 2 - i_jo>o>o> 
--+-- + 



120kDa - 
92kDa — 



55.9kDa 



35.4kDa 





GP 0 
GPi 

GPpre 

Deglycosylated GP 0 
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fig- 3 



PNGaseF - ^ 
Sialidase A + 
Endo-O-glycosidase - - 
p(1-4) Galactosidase 
+ Glucosiminidase - - 
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